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Introduction ™ Objectives

We investigated how gut microbiota modulation by prebiotics, antibiotics
and probiotic treatments affected microbial ammonia production and the
relative abundance of important members of the gut bacteria, within the
cirrhotic environment.

Take home messages

NH; is reduced by all the treatments in a time
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the efficacy of Lactulose was greater at T10
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VSL#3 NH; removal was augmented by the
presence of prebiotic and antibiotic

NH; reduction appears to be directly linked to
increase in relative abundance in Bifidobacteria,
better induced by prebiotic and antibiotic

The Bifidogenic activity of Lactulose impact
positively on SCFA production, with potential
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Gut microbiota modulation is a potential target
| for relieving the symptoms of HE by regulating
2 A bacterallenumeratiol : : .
Bifidobacterium sp. Bacteroides/Prevotella Clostriudium histolyticum/perfringes . In general lack of a direct correlation between

microbial modification and NH; reduction for the
tested treatments, suggest a modulation in
ammonia production rather than increased size
of the “colonic ammonia sink” via microbial
biomass alone, as a possible mode of action.

The data pave the way to further investigations on
gut metabolic activity and microbial cross-talk in the
presence of Lactulose, Rifaximin and VSL#3.
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Study design

1. Stool samples collection from ten cirrhotic
patients (age 66%3.3; Child-Pugh A (n=9) and B
(n=1); average MELD score 942.8) and three
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- 801 801 Conditions tested: no treatment (ctrl), Lactulose
1 (1%), Rifaximin (616pg/ml), Lactulose/Rifaximin,
VSL#3 (initial [ ] of 103cell/ml), Lactulose/VSL#3,
Rifaximin/VSL#3, Lactulose/Rifaximin/VSL#3

Microbial enumeration by Cytofluorimetric FISH

(FCM-FISH) at 0O, 4, 10 and 24 hours, using
specific probes

NH; and SCFA were quantified at O, 4, 10 and 24
hours
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