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Genetic investigation of Caucasian grapevine germplasm with low susceptibility
to downy mildew

Maria Lucia Prazzoli™ - Annarita Marrano™ - Silvia Lorenzi® - Osvaldo Failla® - Maria Stella
Grando

Fondazione Edmund Mach, C.R.1. - Dip. Genomica - Unitd Genetica e Miglioramento Genetico della Vite, San
Michele all'Adige, Italy™ - Universite degli studi di Milano, Dipartimento di Scienze Agrarie e Ambientali,
Milano, Italy

According to historical and archeological findings, the South Caucasus is considered the heart of grapevine
domestication and this hypothesis makes the germplasm resources of the region particularly fascinating
from a genetic point of view, Recently, some grapevine accessions from Georgia have attracted attention
because of their low susceptibility to several diseases, including downy mildew (DM) caused by Plasmopara
viticola (pv). This suggests that there may be potential genetic variation within Vitis vinifera to be exploited
for sustainable viticulture, in addition to breeding resources from other Vitis species.

Here we present the genetic characterization of 25 previously unexplored Caucasian grapevine cultivars

gaps. Despite the parental plant revealed an exceptionally high level of homozygosity (152 out of 312 SSR
loci were monomorphic) all the expected linkage groups were obtained.
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Leaf transcript analysis reveals a distinct regulation of stilbene biosynthesis in
diseased and recovered grapevines affected by Flavescence dorée

Chiara Pagliarani™ - Alessandrg Ferrandino™ - Urska Vrhovsek (@ - Olga Kedrina™ - Andrea

Schubert

University of Turin, Dept Agricultural Forestry Food Sciences, Grugliasco, Italy™ - Fondazione Edmund Mach,
Department of Food Quality and Nutrition, Research and Innovation Centre, San Michele ail ‘Adlige, Italy

Flavescence dorée is an epidemic disease caused by phytoplasma (FDp) infection that still seriously affects
European viticulture.

Inthis work, we analysed gene expression changes following FDp infection in leaves ofthe highiysusggggibre

Vitis vinifera cv Barbera, with particular focus on transcriptional differences occurring in _secorj_a_'_a?’\_?

rpetabolj§m. Leaf'_samples were collected in field from healthy (H), infected (FD) and recovered (REC)
plants at three time points over the vegetative season. Samples from the second time point (late July),
the moment of maximum infection on the basis of molecular diagnosis, were used for RNA extraction,
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