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Introduction: The grapevine moth Lobesia botrana is an extremely polyphagous insects, endemic of the Palearctic Region and known across all the
Mediterranean area as an economically important pest in the vineyards. Since the chemical ecology of the moth has been a major topic of research for
decades, much is known about its behavior. Larvae of the moth can feed up to 40 plant species belonging to 27 different families and the major targets
of feeding, if available, are always the reproductive tissues (flowers, fruits). A crucial role in host finding and egg-laying behaviors is played by specific
volatile compounds, released by the plant and perceived by the insect olfactory system.
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Conclusion: The plants obtained will be a potential useful tool to investigate plant-insect interactions and to better understand the role of terpenoids in the adaptation of Lobesia
botrana to Grapevine. Moreover, the manipulation of the three terpenoids biosynthesis in grapevine, which has already started in our lab, could provide a novel way to set up a
sustainable pest control method, based on the volatile compounds directly released by the plants.



