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Over the past decade, the so-called Mediterranean brown trout (Salmo ghigii) has increasingly
been used in restocking activities managed by sport fishing associations. However, little is often
known about these hatchery stocks’ origin, genetic composition, and breeding methods. These
practices are widespread throughout Italy, particularly in the northern regions. This study aimed
to reconstruct the origin and genetic characteristics of domestic Mediterranean trout stocks
currently used for restocking in central and northern Italy. A total of 610 trout were analysed
using molecular markers: six domestic stocks of Mediterranean trout, two samples of Atlantic
trout (S. trutta), 25 wild Mediterranean trout populations, and two wild samples of marble trout
(S. marmoratus). The results highlighted three key findings:
i) A widespread presence of Atlantic genetic traits in domestic Mediterranean stocks, indicating
past hybridization; ii) Domestic stocks are genetically mixed, primarily derived from central and
southern Italian rivers (Magra, Serchio, Fibreno, Volturno), and not representative of local wild
populations; iii) Genetic traces found in Lombardy—previously interpreted as evidence of a native
presence—are more likely the result of recent restocking with non-native Apennine-origin trout.
These findings underscore the risk that current restocking practices pose to the conservation of
native trout diversity. They highlight the urgent need for strict genetic monitoring and traceability
of hatchery stocks to preserve local biodiversity and prevent the unintentional spread of non-native
genetic lineages.


